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DESCRIPTION OF NATIONAL GENETIC EVALUATION SYSTEMS

	Country (or countries)
	SPAIN

	Main trait group1

	CONFORMATION

	Breed(s)
	HOLSTEIN

	Trait definition(s) and unit(s) of measurement2
Attach an appendix if needed
	Individual linear traits measured from 1 to 9, except Overall Feet and Legs that is measured from 65 to 92.

	Method of measuring and collecting data
	Classifiers from Holstein Association visit farms and score non classified cows each nine months

	Time period for data inclusion
	Since 1 January 1992, except locomotion since 2004

	Age groups (e.g. parities) included
	Mainly first parities but also included first classifications at second and third parities, with low frequency

	Other criteria (data edits) for inclusion of records
	Only records from cows in the herdbook and with known sire and dam. First classification is required.

	Criteria for extension of records (if applicable)
	

	Sire categories
	All sire categories

	Environmental effects3, pre-adjustments 
	None

	Method (model) of genetic evaluation3
	MT-BLUP-AM allowing missing traits

	Environmental effects3 in the genetic evaluation model
	Herd-visit-classifier, round-clasifier-parity, age within parity and  production system, stage of lactation within parity and production system

	Adjustment for heterogeneous variance in evaluation model
	No

	Use of genetic groups and relationships
	Phantom groups for unknown parents, based on path of selection, birth year, country of origin, and  also region of origin for animals born in Spain.

	Blending of foreign/Interbull information in evaluation
	No

	Genetic parameters in the evaluation
	See Appendix CO for heritability/genetic variance estimates

	System validation
	Proof correlations with previous evaluation and analysis of individual changes

	Expression of genetic evaluations
If standardised (e.g. RBV), give standardisation formula in the appendix
	Standardized

	Definition of genetic reference base

Next base change
	Cows born in 2005
2015

	Calculation of reliability
	

	Criteria for official publication of evaluations
	Spanish Bulls: 20 daughters in 10 herds. 

Foreign Bulls: 75 spanish daughters in 50 herds and previous proof in other country.



	Number of evaluations / publications per year
	2 per year: June and November

	Use in total merit index4
	Udder composite is weighed 18% and Feet and legs composite 11%

	Anticipated changes in the near future
	

	Key reference on methodology applied
	

	Key organisation: name, address, phone, fax, e-mail, web site
	CONAFE

Apartado de correos 31

Valdemoro 28340 Madrid

Phone 91-8952412. 

Fax: 91-8951471

e-mail: genetica@conafe.com
Web:   HYPERLINK http://www.conafe.es/conafe 
 http://www.conafe.com/



1) Either: Production (e.g. milk, fat, protein), Conformation, Health (e.g. mastitis resistance, milk somatic cell, resistance to diseases other than mastitis), Longevity, Calving (e.g. stillbirth, calving ease), Female fertility (e.g. non-return rate, interval between reproductive events, number of AI’s, heat strength), Workability (e.g. milking speed, temperament), Beef production, Efficiency (e.g. body weight, energy balance, body conditioning score), or Other traits.

2) Indicate frequencies per category if the trait is categorical and specify transformation of data if practiced.

3) Use abbreviations for most common effects (see document with list of abbreviations at http://www-interbull.slu.se/service_documentation/General/list_of_abbreviations.rtf) and indicate random (R) or fixed (F).

4) Please give economic weights and indicate how they are expressed (preferably in genetic standard deviation units).
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Appendix CO

Parameters for national genetic evaluations for conformation traits as provided to Interbull
(all breeds except Brown Swiss)

	Country (or countries):
	SPAIN

	Main trait group:
	Conformation

	Breed(s):
	HOLSTEIN

	Trait
	Definition
	h2a
	genetic

variancea
	official proof

standardisation formulab

	Stature
	Measured in cm from the top of the spine in between hips to ground
	0.45
	0.8324
	a=0;b=0.8762;c=1;d=0

	Chest Width
	Measured from the inside surface between the top of  the front legs
	0.17
	0.2195
	a=0;b=0.4066 ;c=1;d=0

	Body Depth
	Distance between top of spine and bottom of barrel at last rib-deepest point
	0.27
	0.3571
	a=0;b=0.5382;c=1;d=0

	Angularity
	The angle and openess of the ribs, flatness of bone
	0.25
	0.2725
	a=0;b=0.5504;c=1;d=0

	Rump Angle
	Angle of the rump from hips to pins
	0.34
	0.5425
	a=0;b=0.5899;c=1;d=0

	Rump Width
	Distance between the most posterior point of pin bones
	0.31
	0.3565
	a=0;b=0.536  ;c=1;d=0

	Rear Leg Set
	Side view of the Angle measured at the front of the hock
	0.16
	0.2517
	a=0;b=0.402 ;c=1;d=0

	Rear Leg Rear View
	Angle of toe out of the rear feet
	0.11
	0.1759
	a=0;b=0.336 ;c=1;d=0

	Foot Angle
	Side view of the angle at the front of the rear hoof measured from the floor to the hailrline
	0.12
	0.1974
	a=0;b=0.356 ;c=1;d=0

	Fore Udder
	Strength of attachment of the fore udder to the abdominal wall
	0.19
	0.2596
	a=0;b=0.495 ;c=1;d=0

	Rear Udder Height
	Distance between the bottom of the vulva and milk secreting tissue, in relation to the height of the animal
	0.23
	0.2704
	a=0;b=0.514 ;c=1;d=0

	Udder Support
	The depth of cleft, measured at the base of the rear udder
	0.21
	0.3027
	a=0;b=0.519 ;c=1;d=0

	Udder Depth
	Distance between hock and the lowest part of the udder floor
	0.30
	0.5190
	a=0;b=0.612 ;c=1;d=0

	Front Teat Placement
	The position of the front teats from centre of the quarter
	0.30
	0.5659
	a=0;b=0.693 ;c=1;d=0

	Teat Length
	The length of the front teats 
	0.29
	0.3967
	a=0;b=0.5477;c=1;d=0

	Rear Teat Placement
	The position of the rear teat from centre of the quarter
	0.30
	0.6321
	a=0;b=0.548;c=1;d=0

	Overall Conformation Score
	Global Type Index
	0.24
	
	

	Overall Udder Score
	Udder composyte
	0.25
	
	

	Overall Feet & Leg Score
	Feet and legs (individual trait)
	0.15
	15.8654
	a=0;b=3.337 ;c=1;d=0

	Locomotion
	Use of legs and feet
	0.12
	0.1393
	a=0;b=0.299 ;c=1;d=0

	Body Condition Score
	The relative fatness or body composition of the cow
	0.22
	0.3229
	a=0;b=0.386 ;c=1;d=0


a
If repeated records are treated as separate traits, provide heritability estimates and genetic variances separately for each trait, as well as for all traits pooled, i.e. for the trait submitted to Interbull.

b
Expressed as follows:
StandEval=((eval-a)/b)*c+d where a=mean of the base adjustment, b=standard deviation of the base, c=standard deviation of expression (include sign if scale is reversed), and d=base of expression. 
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