FORM GE


DESCRIPTION OF NATIONAL GENETIC EVALUATION SYSTEMS

	Country (or countries)
	Spain

	Main trait group1

	Longevity

	Breed(s)
	Holstein

	Trait definition(s) and unit(s) of measurement2
 
	Direct Functional Longevity, Indirect Functional Longevity and Combined Functional Longevity

Only Combined Functional Longevity is published. It is estimated from Direct Functional Longevity,obtained from Productive Life Span of cows, and indirect Functional Longevity, predicted from other traits.

	Method of measuring and collecting data
	Length of productive life span: days from first calving to the last known recording date.

	Time period for data inclusion
	Calvings since 1990 from the official milk recording system. All available and informative pedigree is included.

	Age groups (e.g. parities) included
	First 5 parities

	Other criteria (data edits) for inclusion of records
	Cows with first parity and consecutives lactations. First calving included until 12 months before data collection

Herds with at least 3 years of data and 20 cows

	Criteria for extension of records (if applicable)
	

	Sire categories
	All sires categories

	Environmental effects3, pre-adjustments 
	None

	Method (model) of genetic evaluation3
	Direct Longevity:

ST – S-MGS Survival Analysis Model on lactation basis(Weibull model).

Estimation of Risk of culling of sires.

Indirect Longevity: Selection index based on SCC, Udder Depth and Feet and Legs. See Weigel et al., 1998.
Combined Longevity: Weighted mean of direct and indirect functional longevity. See Weigel et al., 1998.

	Environmental effects3 in the genetic evaluation model
	HYS (R, Log Gamma) Time-dependent effect.

YS (F) Time dependent

Age at first Calving (F) Time independent.

Parity-Lactation Stage (F)

Variation Herd Size  within Herd Size Goup (F)

Production effects within HY (Milk, fat and protein), by region- year


	Adjustment for heterogeneous variance in evaluation model
	None

	Use of genetic groups and relationships
	None

	Blending of foreign/Interbull information in evaluation
	None

	Genetic parameters in the evaluation
	 h2 = 0.115; (sire2 = 0.0302


	System validation
	Proof correlations with previous evaluation and analysis of individual changes.

	Expression of genetic evaluations
If standardised (e.g. RBV), give standardisation formula in the appendix
	RBV

	Definition of genetic reference base

Next base change
	Bulls with a reliability of 0.50 for Combined Functional Longevity

	Calculation of reliability
	Direct Longevity: see Yazdi et al., 2002

Combined Longevity: see Weigel et al. 1998

	Criteria for official publication of evaluations
	Combined Longevity of Bulls born since 1986 with at least 0.50 of reliability. 

	Number of evaluations / publications per year
	2 (December and June)

	Use in total merit index4
	Combined Functional Longevity receives a weight of 8% in Total Merit Index (ICO)

	Anticipated changes in the near future
	

	Key reference on methodology applied
	Ducrocq, V.P., and Sölkner, J. 1994. “The Survival Kit”. A fortran package for the analysis of survival data. In ‘Proc. 5th World Congress on Genetics Applied to Livest. Prod. Vol. 22, p.51, Univ. of Guelph. 

Ducrocq, V. P.1997. Survival analysis, a statistical tool for longevity data. In: 48th Annual Meeting of the European Association for Animal Production, 25-28 August, Vienna, Austria. 1-14. 

Ducrocq, V. P.1999. Two years of experience with the French genetic evaluation of dairy bulls on production-adjusted longevity of their daughters. Proceedings of an international workshop on EU concerted action for genetic Improvement of functional traits in cattle (GIFT):Longevity. Jouy-en-Josas, France. Interbull Bulletin 21:60-67.

Weigel, K.A., Lawlor, T.J., VanRaden P.M., and Wiggans, G.R. 1998. Use of linear type and production data supplement early predicted transmitting abilities for productive life. J. Dairy Sci. 81: 2040-2044. 

Yazdi, M.H., Visscher, P.M., Ducrocq, V., Thompson, R. 2002. Heritability, reliability of genetic evaluations and response to selection in proportional hazard models. J. Dairy Sci. 85: 1563-1577. 

Chirinos,Z., M.J. Carabaño, D. Hernández. Longevity Analisis in Spanish Holstein-Friesian cattle. 2002. Proc 7th WCGALP, Communication 01-72.


	Key organization: name, address, phone, fax, e-mail, web site
	CONAFE

Apdo de correos 31

Valdemoro 28340 Madrid

Phone: 34-918952412

Fax : 34 918951471

e-mail: genetica@CONAFE.com

Web Site: http:www.CONAFE.com


Parameters for national genetic evaluations for longevity traits as provided to Interbull

	Country (or countries):
	SPAIN

	Main trait group:
	Longevity

	Breed(s):
	HOLSTEIN


	Trait
	h2
	genetic

variance
	official proof

standardisation formulaa

	Direct longevity:


	0.115
	(sire2=0.0302
	a=1.111   
b=0.147   c= -1
d=4

	Combined longevity:


	-
	-         -   
	


a
Expressed as follows:
StandEval=((eval-a)/b)*c+d where a=mean of the base adjustment, b=standard deviation of the base, c=standard deviation of expression (include sign if scale is reversed), and d=base of expression.

Status as of: September 2013








