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APPENDIX 


DESCRIPTION OF NATIONAL GENETIC EVALUATION SYSTEMS

	Country (or countries)
	SPAIN

	Main trait group1

	PRODUCTION

	Breed(s)
	HOLSTEIN

	Trait definition(s) and unit(s) of measurement2
Attach an appendix if needed
	Direct: Production of Kg of milk, fat , protein in 305 days calculated with Fleischman method from monthly test day data

Indirect: Percentages are calculated from yield figures at 305 days.

	Method of measuring and collecting data
	Official Milk recording A4 and AMPM

	Time period for data inclusion
	Calvings since 1986, but it varies a lot between regions. All available and informative pedigree is included

	Age groups (e.g. parities) included
	First 5 lactations.

	Other criteria (data edits) for inclusion of records
	Only records from cows in official milk recording, in the herdbook and with known sire and dam. 

Close lactations and records of culled cows are included, projected to 305 days,  if days in milk (215.

	Criteria for extension of records (if applicable)
	Records in progress are included, projected to 305 days, if days in milk (65 and two tests.

Method for projecting lactations: Unknown monthly test days between last test and 305 DIM are estimated based on last available test and expected shape of the lactation curve (standard lactation curves defined by production level, age at calving within parity and season of calving ).

	Sire categories
	All sire categories are considered: AI, NS, first crop, second crop, young bulls, proven bulls

	Environmental effects3, pre-adjustments 
	None

	Method (model) of genetic evaluation3
	ST – RP – BLUP – AM

	Environmental effects3 in the genetic evaluation model
	Fixed: Month of calving within parity (1 or greater), region, period and level of production at first calving ; age within lactation (1,2,3,4,5) within region, period and level of production at first calving ; Herd-Year-Imported-Parity-Season (depending on amount of lactations available).

Random: Permanent environmental effect.



	Adjustment for heterogeneous variance in evaluation model
	Heterogeneous variances within herd-year are adjusted to a common variability simultaneously with the genetic evaluation applying the multiplicative model of Meuwissen et al (1996) assuming constant heritabilities across environments. 



	Use of genetic groups and relationships
	All known relationships of cows and sires are considered. Unknown parents are grouped together according to country of origin, selection path and birth year.

	Blending of foreign/Interbull information in evaluation
	None

	Genetic parameters in the evaluation
	Heritability=0.28 for kg milk, kg fat and kg protein

	System validation
	Comparison with previous evaluation and analysis of individual changes

	Expression of genetic evaluations
If standardised (e.g. RBV), give standardisation formula in the appendix
	EBV KG

	Definition of genetic reference base

Next base change
	Cows born in 2005

Year 2015

	Calculation of reliability
	

	Criteria for official publication of evaluations
	Spanish Bulls: 20 daughters in 10 herds. 

Foreign Bulls: 75 spanish daughters in 50 herds 

	Number of evaluations / publications per year
	2 per year: December and June

	Use in total merit index4
	

	Anticipated changes in the near future
	

	Key reference on methodology applied
	Model and genetic parameters:

Pena, J., M.A. Ibañez, M.J. Carabaño,  L. L.G. Janss. New genetic parameters for National Evaluations of production traits in Spanish Holsteins excluding selected base animals from the estimation of genetic variance. 2001. Interbull Technical Workshop in Verden, Germany, October 22-23 2000. 

Heterogeneity of variance adjustment:

Meuwissen, T.H.E., G. De Jong and B. Engel. 1996. Joint estimation of breedingvalues and heterogeneous variances of large data files. J. Dairy Sci. 79:310. 

Projection of lactation in progress to 305 days:

Rekaya,R., Bejar, F., Alenda, R., Carabaño, M.J.. 1996. La nueva metodología  de extensión de la lactación. Frisona española  Julio /Agosto 96. Pg  33-41

Wilmink,J.B.M.; Outweltjes,W. 1992. Calculation of lactation production in the Netherlands. Proc. ICAR Meeting, Neustif, Austria. 1992, pg  121-126.



	Key organization: name, address, phone, fax, e-mail, web site
	CONAFE

Genetica@conafe.com
www.conafe.com



1) Either: Production (e.g. milk, fat, protein), Conformation, Health (e.g. mastitis resistance, milk somatic cell, resistance to diseases other than mastitis), Longevity (e.g. direct longevity, combined longevity), Calving (e.g. stillbirth, calving ease), Female fertility (e.g. non-return rate, interval between reproductive events, number of AI’s, heat strength), Workability (e.g. milking speed, temperament), Beef production, Efficiency (e.g. body weight, energy balance, body conditioning score), or Other traits.

2) Indicate frequencies per category if the trait is categorical and specify transformation of data if practiced.

3) Use abbreviations for most common effects (see document with list of abbreviations at http://www-interbull.slu.se/service_documentation/General/list_of_abbreviations.rtf) and indicate random (R) or fixed (F).

4) Please give economic weights and indicate how they are expressed (preferably in genetic standard deviation units).

DESCRIPTION OF NATIONAL GENETIC EVALUATION SYSTEM AND

TREND VALIDATION FOR PRODUCTION TRAITS

	COUNTRY:
	SPAIN

	BREED (repeat as necessary):
	HOLSTEIN


	Trait
	h2*
	genetic
variance*
	official proof
standardisation formula**

	Milk yield:

	0.28
	396900
	

	Fat yield:

	0.28
	529
	

	Protein yield:

	0.28
	400
	


*
If lactations, or part of lactations, are treated as separate traits, provide heritability estimates and genetic variances separately for each lactation, as well as for all lactations pooled, i.e. for the trait submitted to Interbull.
**
Expressed as follows:
StandEval=((eval-a)/b)*c+d where a=mean of the base adjustment, b=standard deviation of the base, c=standard deviation of expression (include sign if scale is reversed), and d=base of expression.

Status as of:  2013-01-15








