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DESCRIPTION OF NATIONAL GENETIC EVALUATION SYSTEM

	Country (or countries)
	The Netherlands / Flanders

	Main trait group1
	Workability

	Breed(s)
	All breeds are evaluated in one multi-breed evaluation

	Trait definition(s) and unit(s) of measurement2
	Milking Speed

Temperament during milking

	Method of measuring and collecting data
	Dutch farmers score the traits on a 1-9 scale for all parity 1 animals in the herd classification program.

Flemmish farmers score the traits on a 1-5 scale until June 2003. After that they use the 1-9 scale as well.

	Time period for data inclusion
	January 1994 onwards (NLD)

January 1991 onwards (FLA)

	Age groups (e.g. parities) included
	Parity 1 only

	Other criteria (data edits) for inclusion of records
	Contemporary groups with a standard deviation < 0.5 points are removed (5% of the data).

	Sire categories
	All bulls with progeny information including domestic and foreign AI bulls plus natural service herd sires.

	Environmental effects3, pre-adjustments 
	None

	Method (model) of genetic evaluation3
	MT-BLUP-AM

	Environmental effects3 in the genetic evaluation model
	F: herd*visit, age at classification (milking speed), calving month (temperament), stage of lactation, milk yield class (as deviation of contemporary herd average).

	Adjustment for heterogeneous variance in evaluation model
	No

	Use of genetic groups and relationships
	Unknown parents are grouped together according to country of origin, selection path (6 paths), breed and birth year. All known relationships of cows and sires are considered. Selection paths are: unknown dam for cow, unknown dam for bull, unknown sire for cow, unknown sire for bull, both parents unknown for cow and both parents unknown for bull.

	Blending of foreign/Interbull information in evaluation
	No

	Genetic parameters in the evaluation
	Table 1.

	System validation
	The breeding values are estimated with ISO 9001 certified process. 

Comparison of consecutive evaluations.

	Expression of genetic evaluations
If standardised (e.g. RBV), give standardisation formula on PART 2
	RBV with mean of 100 and SD 4.



	Definition of genetic reference base



Next base change
	 2015 Black&white Holstein cow base (2015HC):
All black & white herdbook cows with at least 87.5% Holstein genes and maximal 12.5% Dutch Friesian genes born in 2010 with a an observation.

2015 Red&white Holstein cow base (2015RC):
All red & white herdbook cows with at least 87.5% Holstein genes and maximal 12.5% Dutch Friesian genes born in 2010 with an observation

2015 Dual Purpose cow base (2015YC):
All black & white herdbook cows with at least 75% Holstein genes and maximal 25% Holstein Friesian genes born in 2010 with an observation

2020

	Calculation of reliability
	Mistztal. I. and G. Wiggans, 1988. Approximation of prediction error variances in large-scale animal models. JDS 71 suppl 2, p. 27-32

	Criteria for official publication of evaluations
	Published traits are according to Dutch definition

Bulls at least 30% reliability

Cows at least 10% reliability

	Number of evaluations / publications per year
	Three times a year with the schedule of Interbull. Publication at 11:00 CET on Wednesday.

Evaluations are released electronically via www.gesfokwaarden.neu  

	Use in total merit index4
	

	Anticipated changes in the near future
	

	Key reference on methodology applied
	

	Key organization: name, address, phone, fax, e-mail, web site
	AEU CRV

P.O. Box 454

NL 6800 AL  ARNHEM

Tel: 

+31-26-38 98 700

Fax: 

+31-26-38 98 777  

E-mail: 
aeu@crv4all.com

Internet:
www.gesfokwaarden.eu 


1)
Either: Production (e.g. milk, fat, protein), Conformation, Health (e.g. mastitis resistance, milk somatic cell, resistance to diseases other than mastitis), Longevity, Calving (e.g. stillbirth, calving ease), Female fertility (e.g. non-return rate, interval between reproductive events, number of AI’s, heat strength), Workability (e.g. milking speed, temperament), Beef production, Efficiency (e.g. body weight, energy balance, body conditioning score), or Other traits.

2)
Indicate frequencies per category if the trait is categorical and specify extension or transformation of data if practiced.

3)
Use abbreviations for most common effects (see document with list of abbreviations at http://www-interbull.slu.se/service_documentation/General/framesida-general.htm) and indicate random ® or fixed (F).

4)
Please give economic weights and indicate how they are expressed (preferably in genetic standard deviation units).

Table 1.
Heritabilities (diagonal), and genetic correlations (above diagonal) used in evaluation.

	Trait
	MSNLD
	TempNLD
	MSFLA 
	TempFLA

	MSNLD
TempNLD
MSFLA
TempFLA
	.23
	.0

.12
	.99

.0

.19
	.0

.83

.0

.11


DESCRIPTION OF NATIONAL GENETIC EVALUATION SYSTEM

	Country (or countries)
	The Netherlands / Flanders

	Main trait group
	Workability

	Breed (repeat as necessary)
	All


	Trait
	Definition
	h2*
	genetic

variance*
	official proof

standardisation formula**

	Milking speed
	
	0.23
	0.3795
	B=0.551

	Temperament
	
	0.12
	0.2195
	B=0.419

	
	
	
	
	


* If lactations are treated as separate traits, provide heritability estimates and genetic variances separately for each lactation, as well as for all lactations pooled, i.e. for the trait submitted to Interbull.

**
Expressed as follows:
StandEval=((eval-a)/b)*c+d where a=mean of the base adjustment, b=standard deviation of the base, c=standard deviation of expression (include sign if scale is reversed), and d=base of expression.

Status as of: PLEASE ENTER A DATE (2016-04-01)








