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DESCRIPTION OF NATIONAL GENOMIC EVALUATION SYSTEMS

	Country (or countries) 
	Spain

	Main trait groupa. 

NOTE. Only one trait group per form! 
	All traits

	Breed(s) 
	Holstein

	Trait definition(s) and unit(s) of measurement
Attach an appendix if needed 
	

	Source of genotypes (chips used) 
	Illumina BovineSNP50, EuroG10K, EuroGMD

	Imputation method for missing genotypes 
	Beagle (Browning, S. and B. Browning (2007). Am. J. Hum. Genet., 81:1084-1097.)

	Propagation of genomic information to non-genotyped descendants and ancestors 
	No

	Animals included in reference population (males, females, countries included, total number) 
	Genotyped Holstein bulls with daughter information from EuroGenomics countries (Spain, Denmark, Finland, France, Germany, The Netherlands/Flanders, Sweden, Poland) are included in reference population. 

	Source of phenotypic data (DYD, de-regressed proofs, national EBVs and/or MACE evaluations) 
	Deregressed proofs from MACE evaluation

	Other criteria (data edits) for inclusion of records 
	Animals having genotypes inconsistent with their parents excluded from genomic evaluation

	Criteria for extension of records (if applicable) 
	

	Sire categories 
	Genotyped bulls

	Genomic model (linear, Bayesian, polygenic effect, genotypes or haplotypes) 
	SNPBLUP using SNPBLUP_rel software

	Blending of direct genomic value (DGV) with traditional EBV 
	Yes, weighted by EDCs

	Environmental effects in the genetic evaluation model 
	

	Adjustment for heterogeneous variance in evaluation model 
	

	Computation of genomic reliability 
	Interbull method using SNPBLUP_rel software and adjustment factors.

	Blending of foreign/Interbull information in evaluation 
	

	Genetic parameters in the evaluation 
	Same as in conventional genetic evaluations 

	Expression of genetic evaluations
If standardized (e.g. RBV), give standardization formula in the appendix 
	Same as in conventional genetic evaluations

	Definition of genetic reference base 
	Same as in conventional genetic evaluations 

	Labeling of genomic evaluations 
	

	Criteria for official publication of evaluations 
	Genotyped AI bulls > 10 month of age

	Number of evaluations / publications per year 
	Three official evaluations and monthly releases for new genotyped animals.

	Use in total merit index 
	

	Anticipated changes in the near future 
	

	Key reference on methodology applied 
	SNP_BLUP_REL program. Version  0.71 (January 2020). Ismo Stranden and Esa Mantysaari. Natural Resources Institute Finland (Luke)
Approximating Genomic Reliabilities for National 
Genomic Evaluation.  Z. Liu, P. M. VanRaden, M.H. Lidauer, M. P. Calus, H. Benhajali, H. Jorjani and V. Ducrocq.  INTERBULL BULLETIN NO. 51

	Key organization: name, address, phone, fax, e-mail, web site 
	Routine calculation, distribution and publication: CONAFE
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